Myc-mCherry N.S. Supplementary Table S2 : Plasmids used in this study Name Source pRS413Gal1
Figure S9
Our laboratory pRS413Gal1-CG* This paper pGL3-Basic Our laboratory pRS413Gal1-WT-Luc-GFP This paper pRS413Gal1-DM-Luc-GFP This paper pRS415
Our laboratory pRS415-Dis3(WT) This paper pRS415-Dis3(exo -) This paper pRS415-Dis3(endo -) This paper pRS415-Dis3(exoendo -)
This paper pRS415-Dis3-Flag(WT) This paper pRS415-Dis3-Flag(exo -) This paper pRS415-Dis3-Flag(endo -) This paper pRS415-Dis3-Flag(exoendo -) This paper pRS415Gal1
Our laboratory pRS415Gal1-WT-Luc-[Sis1-WT-3'UTR] This paper pRS415Gal1-WT-Luc-[Sis1-AREmut-3'UTR] This paper pRS415Gal1-Sis1-HA This paper pRS415Gal1-Ssa1-HA This paper pRS415Gal1-Dis3-HA This paper Tag2B-Htt25Q
Our laboratory Tag2B-Htt96Q
Our laboratory pRS413Gal1-Myc-mCherry-Htt25Q
This paper pRS413Gal1-Myc-mCherry-Htt96Q
This paper pRS425Gal1
Our laboratory pRS425Gal1-Myc-mCherry-Htt25Q
This paper pRS425Gal1-Myc-mCherry-Htt96Q
This paper pFA6a-13Myc-His3MX6
Addgene #41602 pFA6a-Flag-[Sis1-WT-3'UTR]-His3MX6
This paper pFA6a-Flag-[Sis1-AREmut-3'UTR]-His3MX6
This paper pFA6a-Flag-[Ssa1-WT-3'UTR]-His3MX6
This paper pFA6a-Flag-[Hsp82-WT-3'UTR]-His3MX6
This paper pKT127 (pFA6a-link-yEGFP-Kan) Addgene #8728 pFA6a-mCherry-hphMX6
Addgene #105156 pKT128 (pFA6a-link-yEGFP-SpHIS5) Addgene #8729 pFA6a-His3MX6
Addgene #41596 Supplementary Table S3 : Primers used in this study Primers used for RT-qPCR  SSA1_F  TGAAGGTGAAAGAGCCAAGACTAAGG  SSA1_R  AGCAATGGATTCCAATTGGTTCTTGG  SSB1_F  CCAGTCATCGAAGTCCAATACTTGG  SSB1_R  GGCAGTAGGTTCGTTGATGATACG  SSE1_F  CTTCCTACACCTGTTCTATCATGGC  SSE1_R  CAACAGAGAATGGGGCATTAGTATTAGC  SIS1_F  GAGGACATGCGTTCAGTAATGAGG  SIS1_R  TGTTTCTTCCTCTGGATACGTGGG  YDJ1_F  TGAAGATGGTCTAAGTGGTGCTGG  YDJ1_R  AAGGGCTAACTTAGCTGTCCTACC  FES1_F  CATGGCTGTTATTATGAATCCGGAGG  FES1_R  ACAGCCGTTCCAATAATGGATAAAGC  BTN2_F  AAAGGAGAACCATTACAGACCAACTTACC  BTN2_R  CATCATCTATGTTTTCAACTCCACAGCC  HSP42_F  ACGAAGATATGGTGGGTGACAGC  HSP42_R  CTGTTCGGTATTTGCTTCAATTTCTGG  HSP82_F  CCGATGTATCCATGATTGGTCAATTCG  HSP82_R  TTGGAACTTCCTTTTCAACTTCCTTGG  HSP104_F  CGCTGATACGAACACACCTTTGG  HSP104_R  CACCTTTGTATTTAGCACCTGCGG  LTN1_F  GGCAAAAGAAAAATATGTCACACACGC  LTN1_R  CTGAAAGGCAATTATAATCAGTGACGAGC  SAN1_F  CCGTTCTGCAAGTTTCTGATCTACC  SAN1_R  ATCGATGGGTTACTGTCATTATCGGC  UBR1_F  CCAGAATAGGAGACGTCCATAAACATACC  UBR1_R  CTTCTTCATCTCCACAGTCACAAATTCC  RSP5_F  TCGAACAAATGGTCATTCTACTTCCTCC  RSP5_R  TGGTAGTCCTTGTGTTATGATCGACG  DSK2_F  GTGGAGTCATACCACATTCAAGACG  DSK2_R  TGCAGATGGCATATTCAAATATCCAGC  PGK1_F  ACAAGGCTGGTGCTGAAATC  PGK1_R  TTCCAAAGAAGCACCACCAC  SCR1_F  AGGCTGTAATGGCTTTCTGGTGGGA  SCR1_R  AAGGACCCAGAACTACCTTGCCGC  Primers used for ChIP-qPCR  SIS1_5'_F  CCATCCAGAAACTCTTCAGAGGATAAAGG  SIS1_5'_R  TGTGTCACCTGTTGGCTTATCTGG  SIS1_middle_F  GAGGACATGCGTTCAGTAATGAGG  SIS1_middle_R  TGTTTCTTCCTCTGGATACGTGGG  SIS1_3'_F  GATGGCAGAACCTTACCTTTGTCG  SIS1_3'_R  CATCTATAGCACGTTTTTGAGCGTCG  ChrV_F  GGCTGTCAGAATATGGGGCCGTAGTA  ChrV_R  CACCCCGAAGCTGCTTTCACAATAC  Primers used for yeast strain constructions  SIS1_F_mChe_hph  TGTAAAATATAAAGTGGACTATCCAATATCACTAAACGACGCTCAAAAACG  TGCTATAGATGAAAATTTTGGTGACGGTGCTGGTTTA  SIS1_R_mChe_hph  AACCTATTCAAAATAATGGCGGTACTAAAACATAGAACAGCATACTTACTTA  CCGAATAGGAGAAAAACAATCGATGAATTCGAGCTCG  SSA1_F_mChe_hph  TCCAGGCGGTTTCCCAGGTGGTGCTCCTCCAGCTCCAGAGGCTGAAGGTCCA   ACCGTTGAAGAAGTTGATGGTGACGGTGCTGGTTTA  SSA1_R_mChe_hph  ATGATAATATACTAGTACCATGAAAACTAGTCGATAGATGATAATTGATTTT  TATTTGAAATAGAATCTTATCGATGAATTCGAGCTCG  SIS1_F_Flag_HIS  TGTAAAATATAAAGTGGACTATCCAATATCACTAAACGACGCTCAAAAACG  TGCTATAGATGAAAATTTTCGGATCCCCGGGTTAATTAA  SIS1_R_Flag_HIS  AACCTATTCAAAATAATGGCGGTACTAAAACATAGAACAGCATACTTACTTA  CCGAATAGGAGAAAAACAGAATTCGAGCTCGTTTAAAC  SSA1_F_Flag_HIS  TCCAGGCGGTTTCCCAGGTGGTGCTCCTCCAGCTCCAGAGGCTGAAGGTCCA  ACCGTTGAAGAAGTTGATCGGATCCCCGGGTTAATTAA  SSA1_R_Flag_HIS  ATGATAATATACTAGTACCATGAAAACTAGTCGATAGATGATAATTGATTTT  TATTTGAAATAGAATCTTGAATTCGAGCTCGTTTAAAC  Dis3_F_GFP_tag  GGTCGAAGTTCAAGTTAGGTCGGTGATGGATCCAATTACTAGCAAGCGTAA  GGCAGAATTATTGTTAAAAGGTGACGGTGCTGGTTTA  Dis3_R_GFP_tag  ACGATGTGTTTTATATATGAGTTATGAATTCCTTTTCGTTTTTATATCCTGAT  ACTGAAGCATCTTCCATTCGATGAATTCGAGCTCG  PDR5_DEL_F_hph  CTTTCGAAAAAGAAATTAAAGACCCTTTTAAGTTTTCGTATCCGCTCGTTCG  AAAGACTTTAGACAAAAGTTTAGCTTGCCTCGTCCCCG  PDR5_DEL_R_hph  TGATTATGTATGTTTATTAAAAAAGTCCATCTTGGTAAGTTTCTTTTCTTAAC  CAAATTCAAAATTCTATTTTCGACACTGGATGGCGGC  SSA1_DEL_F_HIS  AGATAAGCACATCAAAAGAAAAGTAATCAAGTATTACAAGAAACAAAAATT  CAAGTAAATAACAGATAATCGGATCCCCGGGTTAATTAA  SSA1_DEL_R_HIS  GGAAAATTCCTCATTATACCCAGATCATTAAAAGACATTTTCGTTATTATCA  ATTGCCGCACCAATTGGCGAATTCGAGCTCGTTTAAAC  SSA2_DEL_F_hph  AGTTACTTCTATTCTTCAATTGATTAATTCCAACAGATCAAGCAGATTTTATA  CAGAAATATTTATACAGTTTAGCTTGCCTCGTCCCCG  SSA2_DEL_R_hph  AAAAATTAAAAAATACAGAGGAAAGCAAAAGTAAAACTTTTCGGATATTTT  ACAGGGCGATCGCTAAGCTTTTCGACACTGGATGGCGGC  SIS1_F_MYC_HIS  TGTAAAATATAAAGTGGACTATCCAATATCACTAAACGACGCTCAAAAACG  TGCTATAGATGAAAATTTTCGGATCCCCGGGTTAATTAA  SIS1_R_MYC_HIS  ATGTATATTATATGATTTCTGTGGTGATAAATTTATTTGAGTTTATAATTATA  TTTGCTTAGGATTACTAGAATTCGAGCTCGTTTAAAC  SSA1_F_FLAG_HIS  TCCAGGCGGTTTCCCAGGTGGTGCTCCTCCAGCTCCAGAGGCTGAAGGTCCA  ACCGTTGAAGAAGTTGATCGGATCCCCGGGTTAATTAA  SSA1_R_FLAG_HIS  GGAAAATTCCTCATTATACCCAGATCATTAAAAGACATTTTCGTTATTATCA  ATTGCCGCACCAATTGGCGAATTCGAGCTCGTTTAAAC  SSA2_F_FLAG_HIS  TCCAGGTGGTTTCCCAGGTGGTGCTCCTCCAGCTCCAGAAGCTGAAGGTCCA  ACTGTCGAAGAAGTTGATCGGATCCCCGGGTTAATTAA  SSA2_R_FLAG_HIS  AAAAAATTAAAAAATACAGAGGAAAGCAAAAGTAAAACTTTTCGGATATTT  TACAGGGCGATCGCTAAGCGAATTCGAGCTCGTTTAAAC  DIS3_F_tag_HIS  GGTCGAAGTTCAAGTTAGGTCGGTGATGGATCCAATTACTAGCAAGCGTAA  GGCAGAATTATTGTTAAAACGGATCCCCGGGTTAATTAA  DIS3_R_tag_HIS ACGATGTGTTTTATATATGAGTTATGAATTCCTTTTCGTTTTTATATCCTGAT ACTGAAGCATCTTCCATGAATTCGAGCTCGTTTAAAC 
Name Sequence
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